Monte Carlo simulation of ligand-receptor interactions on a cell surface.
In this paper we develop a compartmentalized, discrete simulation model for investigating the spatial distribution and dynamic properties of receptor crosslinking on the surface of a cell. Results generated by the model are compared with some of the major results of existing analytical models, and differences are discussed in relation to differences in the model assumptions. Finally, the model is used to evaluate the dynamic effects of a time-varying non-homogeneous ligand concentration.